Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.003 Å; R factor = 0.028; wR factor = 0.057; data-to-parameter ratio = 15.3.
The title compound, C 8 H 9 N 3 S, is almost planar (r.m.s. deviation = 0.019 Å ) apart from the terminal -NH 2 grouping [deviation of the N atom = 0.286 (2) Å ]. In the crystal, molecules are linked by N-HÁ Á ÁN hydrogen bonds, generating (001) sheets.
Related literature
For related structures and their biactivity, see Sun & Cui (2008) ; Liu & Liu (2011); Liuet al. (2011a,b) . For the synthesis, see: Patel et al. (2010) Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 2; y þ 1 2 ; Àz þ 1; (ii) Àx þ 1; y À 1 2 ; Àz þ 1.
Data collection: CrystalClear (Rigaku/MSC, 2005) ; cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. and pesticidal importance, such as 1,3,4-thiadiazoles, pyrimidines, and 1,2,4-triazoles (Liu & Liu, 2011; Liu et al., 2011a,b) .
Structure Reports Online
For a related structure, see Sun & Cui (2008) .
Single-crystal X-ray diffraction analysis reveals that the title compound crystallizes in the monoclinic space group P2(1). As shown in Fig. 1 , the benzene and thiazole rings are almost in the same plane. As shown in Fig. 2 , there are intermolecular N-H···N hydrogen bonds in the crystal.
Experimental
The title compound was prepared according to the literature procedures (Patel et al., (2010) . Colourless prisms of (I) were grown by the slow evaporation of an ethanol solution at room temperature.
Refinement
All the H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C).
Figures
Fig . 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radii. Fig. 2 . The crystal packing for (I). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.74281 (13) 0.41481 (6) 0.0139 (10) 0.0126 (9) 0.0142 (9) 0.0000 (7) 0.0007 (7) 0.0017 (7) C4 0.0124 (12) 0.0188 (11) 0.0163 (11) −0.0008 (9) 0.0004 (8) 0.0044 (9) C6 0.0091 (10) 0.0132 (10) 0.0160 (10) −0.0037 (9) 0.0032 (8) 0.0004 (9) C7 0.0125 (11) 0.0137 (10) 0.0133 (10) −0.0043 (9) 0.0033 (9) −0.0010 (9) N2 0.0186 (11) 0.0117 (9) 0.0145 (9) 0.0011 (8) −0.0009 (7) 0.0004 (8) C3 0.0189 (13) 0.0231 (12) 0.0133 (10) −0.0065 (9) 0.0009 (9) −0.0015 (10) C1 0.0113 (11) 0.0129 (11) 0.0129 (10) 0.0004 (9) 0.0005 (8) 0.0027 (8) C8 0.0167 (13) 0.0162 (10) 0.0215 (11) 0.0010 (10) −0.0008 (9) 0.0034 (9) Geometric parameters (Å, °) S1-C1 1.746 (2) N1-C7 1.289 (2) S1-C7 1.756 (2) N1-C6 1.399 (2) (2) N3-H3A···N1 ii 0.92 (1) 2.21 (1) 3.077 (3) 156 (2) Symmetry codes: (i) −x+2, y+1/2, −z+1; (ii) −x+1, y−1/2, −z+1.
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